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BSc
Molecular biology
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MSc
Université Côte d'Azur

2014 - 2018

PhD

DUCATIONE

During my Bachelor's and Master's thesis I worked in the lab of Jonas Warringer. During my 
Bachelor conducted a large experimental evolution project which was later taken over by a 
PhD student. My Master's was also focused on experimental evolution, looking into the 
different evolutionary trajectories of isogenic and non-isogenic colonies. During my time in 
Gothenburg I supervised master students and the occasional postdoc and also helped set up 
the novel phenotyping methodology Scan-o-matic3.
 
After my Master's I was granted an Erasmus Placement Program scholarship to go to Gianni 
Liti's lab at the institute for research on cancer and aging, Nice (IRCAN). During this 
period I enhanced my molecular biology skills and was key in finalizing a project in the lab 
by constructing a large phenotyping experiment5.
 
I enrolled in the competitive LabEx Signalife PhD program and joined Dr. Liti's team as a 
PhD student. It resulted in two successful papers stemming from a large experiment I 
performed1,2. The two papers were highly collaborative with close collaborations between 
labs in France, Sweden and the U.K. During this period I further advanced my programming 
and analytical skills by handling large amounts of data and by spending two weeks as a 
visiting researcher in Leopold Parts lab at the Sanger Institute. I am continuing my work 
with Gianni by working on the nature of gamete inviability.
 
I am now a postdoctoral fellow with Christian Landry. Funded by the HFSP, I am working 
with potential de novo genes that we found in natural Saccharomyces paradoxus 
populations6 in order to understand how genes can emerge from intergenic regions.
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